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EN2 

SEQ ID NO:l 

CTTAACACATGCAANTCAAGCGGAAAGGCCCTTCGGGGTACTCAANCGGCNAACGGGTGATTAACACNTGANTAA 
CCTGCCCCTGACTCTGGGATAANCCTGGGAAACTGGGTCTAATACCGGATACAACCATTTCTCNCATGGGATGGT 
GGTGGAAANTTTTTNCGGTTGGGGATGGGCTCGCGGCCTATCACCTTGTTGGTGGGGTGATGGCCTACCAAGGCg 
ACgAACGGTagCCCGCCTGAgAGGGCgACCGGCCaCaCTGGGACTGAgACaCCGCCCg7\ACTCCTaCgGGAGGCA 
gCACTgGGGAATaTTGCCCATGGGCGGAAGCCTGACGCAGNGACGCCGCGTGGGGGATGACGGCCTTNGGGTTGT 
AAACCTNTTTCAGCAGGGAQGAAGTTGACGTGTACCTGTAGAAGAAGCGCCGGCTAAATANGTGCCAGCAGCCGC 
GGTAATANGTAGGGCGCGAGCGTTNTCCGGAATTATTGGGCGTAAAGAGTTTGTAGGTGGCTTGTTGCGTTTGCC 
GTGAAAGCCCGTGGCTTAANTACGGGTTTGCGGTGGATACGGGCAGGCTAGAGGCTGGTAGGGGCAAGCGGAATT 
CCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCCAgTTCtGA 
CGGTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTGGGCGCTA 
GGTGTGGGGGTCTTCCACGATCTCTGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGGCCGCAAG 
GCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTTGCTTAATTCGACGCAACGCGAAGA 
ACCTTACCAAGGTTTGACATACACCGGAAACACTCANANATGGGTGCCTCCTTTGGACTGGTGTACAGGTGGTGC 
ATGGCTGTCNNCACCCTCGTGTCGTNAGATGTNGGGTTAAGTCCCGCAACGANCGCAACCCTTGGTTCCATGTTG 
CCAGCACNCCCTTTGNGGTGGTGGGGACNCATGGGANAATGCCGGGGTCNACTCNGGAGGAAGGTGGGGATGACG 
TCAAGTNATCNTGCCCCTTATGTTCTTGNNGTG 

EN3 

SEQ ID NO: 2 

GCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAACCACTTCGGTGGGGATTAGTGGCGAACGGGTGAGTA 
ACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATAACACTNCTGCTC 
TCATGGGCAGGGGTTAAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGC 
TCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCC 
TACGGGAGGCAGCAGTGGGGAATATTGCaaCAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACG 
GCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAAC 
TACGTGCCAGCAGCCGCGGTAATACGTAgGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTtGTAgGC 
GGCTTGTCACGTCGGGTGTGAAAGCCCGGGGCTTAACCCcGGGTCTGCATTCGATACGGGCTAgCTAgAGTGTGG 
TAGGGGAGATCGGAATTCcTGGTGTAGCGGTGAAATGCgCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGaT 
cTcTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCC 
GTAAACGGTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGCCT 
GGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAA 
TTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGCATCAGAGATGGTGCCCCCCTTGTGG 
TtCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCA 
ACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACCGCCGGGGTCAACTCGGAG 
GAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGcCGGTACAAA 
GAGCTGCGATACCGTGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAgTTCGGATTGGGGTcTGCAACTCGAcCC 
CATGAAGTCGGAGTTGcTAATAATCgCANATCAgCATTGCTGCGGTGAATACGTTcCCGGGCCTTGTACAcACCG 
CCcGTCACGTcACGAAAGTCGgTAAcACCcGAAgCCGGTGGCCTUVCCCCTTgTGGGAGGgAGCTGTCGAAGGTGG 
GACTGGCGATTG 
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EN16 

SEQ ID NO: 7 

GCTTNTTGGTGGGNCNATGGCCTACCAAGGNGAGGACGGNTANCCNGCCTGNGAGGGAGACCGNCCACACTGGGA 
ATGNGANACGGCCCAGAATCCTACGGGAGGCAGCANNGGGGAANATTGCACAANGGGCGT^GCCTGATGCAGNG 
AMGCCGCGTGAGGGAAGACGGCCTTTGGGTTGTAAACCTNTTTNAGCAGGGAAGAAGCGAAAGTGACGGTACCTG 
CAGAAGAAGCGCCGGCTAANTANGTGCCAGCAGCCGCGGTAATANGTAGGGCGCAAGCGTTGTCCGGAATTATTG 
GGCGTAAAGAGCTTGTAGGCGGCTTGTCANGTNGGATGTGAAAGCCCGGGGCTTAACCCCGGGTTTGCATTTGAT 
ACGGGCTAGCTAGAGTGTGGTAGGGGAGATNGG7VATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAA 
CACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTA 
ACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAAGCATCAG 
AGATGGTGCCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGAC 
TGGGGGTCTGNAACTCGACCCCATGAANTCGGAGTTGCTAATAATCCCAAATTCANCATTGGTGCGGTGAATACT 
TCCCGGGCCTGGTACACNACCGCCCGTCAACTCACGAAAGTCGGTNAAACCCGAAACCGGTGGGCCAACCCCTTG 
TGGGAAGGAACTGGCCNAAGTGGGACTGGCGATTGGGAC 

EN23 

SEQ ID NO: 10 

ACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCGCTTCGGTGGTGGATTAGTGGCGAACG 
GGTGAGTAACACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATAACAC 
TCTGTCCCGCATGGGACGGGGTTGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGG 
GTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCC 
CAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGG 
GATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCC 
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCT 
CGTAGGCGGCTTGTCACGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCTAgCTAG 
AGTGTGGTAGGGGAGATCGGAATTCCTGGTGTAgCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAA 
GGCGGATCTCTGGGCCATTACTGACgTcTGAGGAGCGAAAGCGTGGGgAgCGAACAGGATTAGATACCCTGgTAG 
TCCACGCCGTAAACGTTGGgAACTAGgTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTT 
CCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATG 
TGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAAGCATCAGAGATGGTGCCCC 
CCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAAC 
GAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAA 
CTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCG 
GTAC7UVTGAGCTGCGATGCCGCGAGGCGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAAC 
TCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTA 
CACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCTTGTGGGAGGGAGCTGTCG 
AAGGTGGGACTGGCGATTG 



wo 2005/003328 



16/30 



PCT/AU2004/000914 



[FIGURE IS CONTINUED] 



EN27 

SEQ ID NO: 12 

TTAANACATGCAANTCGAACGATGAACCCNGTTTCGGTGGTGGATTAGTGGCGAACGGTGAGTAANANGTGGGCA 
ATTTGCCCTTCATTTTGGACAAGCCCTGGAAACGGGTTTAATACCGGATAACATTTTNTCCCGCATGGGANGGGG 
TTGAAAGNTCCGGCGGTGAAGGATGAGCCCGCGGCCTATNAGCTTGTTGGTGGGGTAATGGCCTACCCAAGGGAG 
ACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGAATGAGANACGGCCCAGAATCCTACGGGAGGCAGCA 
GTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGANGCCGCGTGAGGGATGACGGCCTTNGGGTTGTAA 
ACCTTTTTNAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAAATAAGTGCCAGCAGCC 
GCGGTAATAAGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGCTTGTCANGTNGG 
ATGTGAAAGCCCGGGGNTTAACCCCGGGTTTGCATTTGATACGGGCTAGNTAGAGTGTGGTAGGGGAGATNGGAA 
TTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACT 
GACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAAC 
TAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGNCTGGGGAGTACGGCCGC 
AAGGCTAANACTCAAAGGAATTGACGGGGGCCCGNACAAGCAGCGGANCATGTGGCTTAATTCGACGCANCGCGA 
AGAACCTTACCAAGGCTTGACATATACCGGAAAGCATCAGAGATGGTGCCCCCCTTGTGGTCGNTATACANGTGG 
TGCATGNCTGTCGTCACCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCNACCCTTGNTCTGTGTT 
GNCANCATGCCCTTCGGGGNTGATGGGGACTCACAGGANACTGNCCGGGGTCAACTCCGGANGAAGGTGGGTGAC 
GAAGTCAAGGTCATCATGNCCCCTTATGTCTTGGTGCTGCACACGTGC 

EN28 

SEQ ID NO: 13 

TTCGGNGGTGGANTAGNGGCGNACGGGNGACCAACANGNGGGCAATCCCCCCTTCANTTTNGGACAACCCCTGGA 
AACGGGTTNTAATACCGGATAACANTTTNTCCCCGCATGGGANGGGGTTGAAAGCTCCGGCGGTGAAGGATGAGC 
CCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACC 
GGCCACACTGGGANTGAGANACGGCCCAGAATCCTACGGGAGGCAGCAGTGGGGAATATTGCACTIATGGGCGAAA 
GCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTTTTTCAGCAGGGAAGAAGCGAAA 
GTGACGGTACCTGCAGAAGAAGCGCCGGCT7\7VATANGTGCCAGCAGCCGCGGTAATANGTAGGGCGCAAGCGTTG 
TCCGGAATTATTGGGCGTAAAGAGNTTGTAGGCGGCTTGTCANGTCGGATGTGAAAGCCCGGGGCTTAACCCCGG 
GTTTGCATTCGATACGGGCTAGCTAGAGTGTGGTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAG 
ATATCAGGAGGAACACCGGTGGCGAAGGCGGaTcTcTGGGCCATTACtGACGcTGAGGAGCGAAAGCGTGGGgAG 
CGAACAGgAATTAGATACCCTGgTAGTCCACGCCGTAAACGTTGGgAAcTAGgTGTTGGcGACATTCCACGTcGT 
CGgTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGgCCCGCAAGGCTAAAACTCAAAGGAATTGAC 
GGGGgCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCQAAGAACCTTACCAAGGCTTGACATAT 

ACCGGAAAGCATCAGAGATGGTGCCCCCCTTGTGGTCGGTATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTC 
GTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGgTTCTGTGTTGgCCAGCATGCCCTTCGGGGTGAT 
GGGGACTCACAGGAGACTGgCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATG 
TCTTGGGgCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATGCCGCGAaGGCGGAGCGAATCTCAAAA 
AaGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGC 
ATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGTAACACCCGAAGC 
CGGTGGTCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGACTGGCGATTGG 
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EN46 

SEQ ID NO: 16 

ATGCAAGTCGAGCGGA/U^GGCCCTTCGGGGTACTCGAGCGGCGAACGGGTGAGTAACACGTGAGTTAATCTGCCC 
CAGGCTCTGGATACCCACCGGAAAACGGTGATTAATACCGAATACGACAACCGATTTGCATGATCTGGTgGTGNA 
AAGTTTTTCGGCCTGGGATGTGCTTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTCACCCAAGGCTTCGAC 
GGTAGCCGGCCTGAGAGGGTGACCGNCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTG 
GGGAATATTGGACAATGGGCGGAAGCCTGATCCAGCAACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACC 
TCTTTCAGCACAGACGAAGCGCAAGTGACGGTATGTGCAGAAGAAGGACCGGCCAACTACGTGCCAGCAGCCGCG 
GTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGTCTGTCGCGTCGGGAG 
TGAAAACCAGGTGCTTAACACCTGGCCTGCTTTCGATACGGGCAGNCTAGAGGTACNCAGGGGAGAATGGAATTC 
CTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAAACACCGGTGGCGAAGNCGGTTCTCTGGGAGTATCCTGA 
CGCTGAGGAGCGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGTTGGGCGCTA 
GGTGTGGGACACATTCCACGTGTTCCGTGCCGCAGCTAACGCATTAANCGCCCCGCCTGGGGAGTACGGCCGCAA 
NGCTAAAACTCANAGGAATTGACGGGGGCCCGCACAAGCGGCGGAgCATGCGGATTAATTCGATGCAACGCGAAG 
AACCTTACCTGGGTTTGACATACACCGGAAAGCCGTACAGATACGGCCCCTTTTAGTCgGTGTaCAGGTGGTGCA 
TGGCTGTCgtCAgCtCgCTGTCGTGAGATGTtCGGGTTAAGTCCCGCAACGAGCGCAaCCCTCgTCCTATGTTGC 
CaGCAATTCGGTTGgGGACTCATAGGAgACTGCCgGGGTCaACTCGGAGGAAGGTGGGGATGACGTCAAGTCATC 
ATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGATCCCGTGAGGGTGAGCG 
AATCCCAAT^GCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCG 
CAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCGGCAAC 
ACCCGAAGCCANTGGCCCAACTCGTAAGAGAGGGAGCTGT 

EN60 

SEQ ID NO: 18 

ATGCAAGTNG7VACGATGAANCCNTTTGGGGTGGATTAGTGGCGAACGGGTGAGTAANANGTGGGCAATTTGCCCT 
TCAATTTGGGACAAGCCCTGGAAACGGGGTNTAATACCGGATAACANTNTGTCCCGCATGGGACGGGGTTAAAAG 
CTCCGGCGGTGAAGGATGAGCCCGCGGCCTATNAGCTTGTTGGTGGGGTGATGGCCTACCAAGGCGACGACGGGT 
AGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGG 
AATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTTT 
TTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAAATANGTGCCAGCAGCCGCGGTA 
ATANGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGTTTGTAGGCGGCTTGTCACGTNGGATGTGA 
AAGCCCGGGGCTTAACCCCGGGTTTGCATTCGATACGGGCTAGCTAGAGTGTGGTAGGGGAGATCGGAATTCCTG 
GTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGaTcTcTGGGCCATTACTGACGNT 
GAGGAGCGAAAGCGTGGGGAGCNAACAGNATTAGATACCCTGGTAGTCCAAGCCGTAAACGTTGGGAACTANGTG 
TTGGCGACATTCCACGTCGTCNNTGCCGCANCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCT 
AANACTCAAAGGAATTGANGNNGGCCCGCACAAGCAGCGGAGCATGTGGCTTANTTCNACGCANCGCGAAGAACC 
TTACCAAGGTTTGCCATATAcCGGAAAgCaTCAgAgATgGTGCCCCCCTtGTGGTCGGTATACAGgTGGTGCNTG 
GCTGTCGTCAgCTCGTGTCGTGACAtGTtGGTTAAgTCCCGTCAaCGAGgCGCAACCCTTGTTNTGTGTNGCCAG 
CATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAG 
TCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGATGCCGCGAGGCG 
GAGCGAATCTCAAAAAGCCGGTNTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTTGCTAGT 
AATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAAAGTCG 
GTAACACCCGAAGCCGNTGG 
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EM87 

SKQ ID NO; 24 

GGCCCAGANATCCGNCTTCGCCACCGGTGTTCCTCCTGAATATCTGCGCATTTCACCGCTACACCAGGAATTCCG 
ATCTCCCCTACCACACTCTAACTAGCCCGTATCGAATGCAGACCCGGGGTTAAGCCCCGGGCTTTCACATCCGAC 
GTGACAAGCCGCCTACGAGCTCTTTACGCCCAATAATTCCGGACAACGCTTGCGCCCTACGTATTACCGCGGCTG 
CTGGCACGTAATTAGCCGGCGCTTCTTCTGCAGGTACCGTCACTTTCGCTTCTTCCCTGCTGAAAGAGGTTTACA 
ACCCGAAGGCCGTCATCCCTCACGCGGCGTCGCTGCATCAGGCTTTCGCCCATTGTGCAATATTCCCCACTGCTG 
NCTCCCGTANGAGTCTGGGCCGTGTCTCAGTCCCAGTGTGGCCGGTCGNCCTCTCAGGCCGGCTACCGTCGTCGC 
CTTGGTAGGCCATTACCCCACCAACAAGCTGATANGCCGNGGGCTCATCCTTCANCGTCGGAGCTTTCAANCCCG 
TCCATGCGGGACAGAGTGTTATCCGGTATTANACCCCGTNTCAGGGCTTGTCCANAGTGAAGGGCAGATNGCCAC 
GTGTTATCACCGTTCGCCACTAATNACANCGAAACGGCTTATCGTNCGACTGCATGTGTTAACACNCGCAGCGTT 
CGTCCTGAGCCAG 
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EN5 

SEQ ID NO: 3 

GTAATGGCCCANAAAACCGCCTTCGCCACCGGTGTTCCTCCTGATATCTGCGCATTTCACCGCTACACCAGGAAT 

TCCNATCTCCCCTACCACACTCTAGCTAGCCCGTATCNAATGCAAACTCGGGGTTAAGCCCCNAGCTTTCACATC 

CGACGTGACAAGCCGCCTACAANCTCTTTACGCCCAATAATTCCGGANAACGCTCGCACCCTACNTNTTACCGCG 

GCTGCTGGCNCGTNTTTAGCCGGTGCTTCTTCTGCAGGTACCGTCACTTTCGCTTCTTCCCTGCTNT^AAAAGGTT 
TACAACCCTANGGCCGT 

£N6 

SEQ ID NO: 4 

TGAGGGATGACGGCNTTCGGGGTTGTAAACNTTTNTCACCAGGGAAGAAGCGAAAGTGNCGGTACCTGCAGAAGA 
AGCGCCGNCTAACTACGGGCCAGCATCCGCGGTAATACGTAGGGCGCAATCGTTGTCCGGAATTANTGGGCGTAA 
AGAGNTCGTAGGCGGCTTATCACGTCGGGTGTGAAAGCCCGGGGCTTAAGCCCCGGGTCTGCATTCGATACGGGC 
TAGCTAGANTNTGNTAGGGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGgAGGAACACCGg 
TGGCGAAGGCGGATCTcTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCC 
TGGTAGTCCACGCCGTAAACGGTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCAT 
TAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGG 
AGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGCATCAGAGATGG 
TGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCC 
CGCAACGAGCGCAACCCTTGGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGAACGCCG 
GGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACA 
ATGGCAGGTAAATGAGCTGCGATACCGTGAGGTGGAGCGAATCTC7VAAAAAGCCTGTCTCANTTCGGATTGGGGT 
CTGNAANTCGACCCCATGAAAGTCGGAGTTGCTAATTATCCCAGATCAACATTGCTGGCGGTGAATACGTTCCCG 
GGGCCTTGGTAAACACCGCCCGTCAANGTNAAGAAAGTCGGGTAACACCCGAAANCCGGTGGGCCAANCCCCT 

EN7 

SEQ ID NO: 5 

CCGCCTTCGCCACCGGGTGTTCCTCCTGATATCTGCGCATTTCACCGCTACACCAGGAAATTCCNATCTCCCCTA 
CCACACTCTANCTANCCCGTATCGAATGCAAACCCGGGGTTAANCCCCGGGCTTTCACACCCGACNTGACAAGCC 
GCCTACAAACTCTTTACGCCCT^ATAATTCCGGACAACGCTTGCGCCCTACNTATTACCGCGGCTGCTGGCACNTA 
TTTAGCCGGCGCTTCTTCTGCAGGTACCGTCACTTTCGCTTCTTCCCTGCTGAAAAAGGTTTACAACCCGAAGGC 
CGTCATCCCTCACGCGGCGTCGCTGCATCAGGCTTTCGCCCATTGTGCAATATTCCCCACTGCTGCCTCCCNTAG 
GAATCTGGGCCGTGTCTCAATCCAGTGTGGCCGGTCCCCTCTCNGGCCGGCTACCGTCNTCCCTTGGTNACCATT 
ANCTCACCAACAACTGATAGGNCGCGGGCTCATCTTCACGCGGGJ\ACTTTCAACCACC 

EN9 

SEQ ID NO; 6 

GGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCCTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACA 
CGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATACGATTCGgGAGGCAT 
CTCCTGGtaCTGGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCcTATCAGCTTGTTGTGGGTAATGGCCTACC 
AAGGCGACGACGGgTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGG 
GAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTC 
GGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAGAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTG 
CCAGCAGCCGCGGT7\ATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTG 
TCACGTCGGGTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATCCGATACGGGCAGGCTAGAGTGTGGTAGGGG 
AGATCGGAATTCCTGGTGTAGCGGTGA7VATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGG 
GCCATTACTGACGCTGAGGAgCgAAAGCGTGGGGAGCCaACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC 
GTTGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGCcTGGGGAGT 
ACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACG 
CAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAAGCGCCAGAGATGGTGCCCCCCTTGTGGTCGGTAT 
ACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGT 
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CCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACCGCCGGGGTCAACTCGGAGGTU^GGTGG 
GGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAAAGAGCTGCG 
ATGCCGTGAGGCGGAGCGAATCTCA7VAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGT 
CGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTQAC 
GTCACGAAAGTCGGTTy^CACCCGAAGCCGGTGGCCCAACCCCTCGGGGAGGGAGCTGTCGAAGGTGGGAC 



EN17 

SEQ ID NO: 8 

CCGCCITCGCCACCGGTGTTCCTCCTGATATCTGCGCATTTCACCGCT 
NATCrCCCCTACCACACTCTAGCTAGCCCGTATCAAATGCAAACCCGGGGTTAAGCCCCGGGC^^ 
ACATCCNACGTGACAAGCCGCCTACAANCTCirrACGCCCAATAATTCCGGA 
ACNTATTACCGCGGCTGCTGGCAOSrTATTTAGCCGGCGCTTCITCTGCAGGTACC 
NCTTCCCTGCTGAAANAGGTTTACAACCCAAAGGCCNTCATCCCrCNCCGGCNTCN^ 
TTNCNCCCATTGTTCAANNTTCCCCACTGCTOCCTCCCCTCG^ 
TTNTGGCCGGTCCCCCTCNCAGGCCNGCTACCC 

EN19 

SEQ ID NO: 9 

CTCAGCGTCNGTAATGGCCCAA7VAACCGCCTTCGCCACCGGTGTTCCTCCTGATATCTGCGCATTTCACCGCTAC 
ACCAGGAATTCCNATCTCCCCTACCACACTCTAGCTAGCCCGTATCNAATGCAAACCCGGGGTTAANCCCCGGGC 
TTTCACATCCNACNTGACAAGCCGCCTACAANCTCTTTACGCCCAATAATTCCGGACAACGCTTGCNCCCTACTT 
ATTACCGCGGCTGCTGGCACTTATTTAGCCGGCGCTTCTTCTGCAGGTACCGTCACTTTCGCTTCTTCCCTGCTN 
AAAAAGGTTTACAACCCNAAGGCCGTCATCCCTCACGCGGCNTCGCTGCATCAGGCTTTCNCCCATTGTGCAATA 
TTCCCCACTGCTGCCTCCCGTAGGATTCTGGGCCGTNTCTCATTCCCANTGTGGCCGGTCGCCCTCTCAGGCCGG 
CTACCCGTCNTCNCCTTGGTAGGCCATTACCCCACCAACAAGCTNATAGGCCGCGGGCTCATCCTTCACCGCCGG 
AAGCTTTCAACCCCNTCCATGCGGGANAAATTGTTNTCCGGTATTAAACCCCGTTTCCAGGGNTTGTCCCAAAAT 
TGAAGGGGGGATTGNCCACTTTTTACTCACCCGTTCNCCNCTAATCCACCACC 

EN26 

SEQ ID KOill 

CCGCCTTCGCCACCGGTGTTCCTCCTGATATCTGCGCATTTCACCGCTACACCAGGAATTCCNATCTCCCCTACC 
GAACTCTANCCTGCCCGTATCNACTGCAAACCCGGGGTTAAGCCCCGGGCTTTCACT^CCGACNTGACAAGCCGC 
CTACAANCTCTTTACNCCCAATAATTCCGGACAACGCTTGCGCCCTACNTATTACCGCGGCTGCTGGCACNTATT 
TAGCCGGCGCTTCTTCTGCAGGTACCGTCACTTTCGCTTCTTCCCTGCTGAAAAAGGTTTACAACCCGAAGGCCG 
TCNTCCCTCACGCGGCGTCGCTGCATCAGGCTTTCGCCCATTGTGCAATATTCCCCACTGCTGCCTCCCGTAGGA 
TTCTGGGCCGTGTCTCANTCCCANTNTGGCCGGTCCCCTCTCAGGCCGGNTACCCGTCGTCCCTTGGTGAACCNC 
TACCTCNCCAACAANCTGATAGGGCGCGGGCTCANCNTGCACGCCGGANCTTT 

EN35 

SEQ ID NO: 14 

AACACATGCAAGTCGAACGATGAAGCCGCTTCGGTGGTGGATTAGTGGCGAaCGGGTGAgTAACACGtGGCCAAN 
TGTGNCCGTCACTaTGGGACgAAGaCCTTGGAAACGGGGTCTAATACCGGATAACACTCTGTCCCGCATGGGACG 
GGGTTGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGC 
GACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGC 
AGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTT 
GTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCAGC 
AGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACG 
TCGGATGTGTyVAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCTAGCTAGAGTGTGGTAGGGGAGATC 
GGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATTCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCA 
TTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTATATACCCTGGTAGTCCACGCCGTAAACGTTG 
GGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACG 
GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAA 
CGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAAGCATCAgAGATGGTGCCCCCCTTGTGGTCGGTATACA 
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GGTGGTGCATGGCTGTCGTCANCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTTCT 
GTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGgGGTCAaCTCGGAGGAAgGTGGGGA 
CGACgTCaAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGCTACAATGACCTGCgATG 
CCGCgAGGCgGACCGAATCTCAaACAAGCCCGTCTCATTCGGATTGCGGTCTGCaActcCGACCCCATgAAgTCC 
GACTtGCTAgTACTCGCACgTCAACaTtGCTGCGCTGaATACgTCCCCGGGCCTTGTACACACCGCCCGTCACGT 
CACGAAAGTCGGTAACACCCGAAGCCGGTGGNCCAACCCCTTGTGGGAGGGAGCTGTCGAA 

EN39 

SEQ ID NO: 15 

ccgccttcgccaccggtgttcctcctgatatctgcgcatttcaccgctacaccaggaattccnatctcccctacc 
acactctagctancccgtatcnaatgcaaacccggggttaacccccgggctttcacacccnacntnacaanccgc 
ctacaaactctttacgcccaataattccggacaacgcttgcgccctacttattaccgcggctgctggcacttatt 
tagccggcgcttcttctgcaggtaccgtcactttcgcttcttccctgctgaaaaaggtttacaacccgaaggcng 
tcatccctcacgcggcntcgctgcatcaggctttcgcccattgtgcaatattccccactgctgcctcccgtagna 
ntctgggccgtntctcantcccagtgtggncggtcgccctctcaggccggctacccgtcgtcncctnggtnaacc 
attanntcaccaacaagctgataggccgcgggctcatccttcaccgccggagcttttaacccctgcccatgaaaa 
cagangtnttatccggtattanaacccgtttccaggg 

ENS 7 

SEQ ID NO: 17 

GTGCTTAACACATGCAAGTCGAACGATGAAGCCGCTTCGGTGGTGGATTAGTGGCGAACGGGTGAGTAACACGTG 
GGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACQGGGTCTAATACCGGATAACACTCTGTCCCGCATGGG 
ACGGGGTTGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGTAATGGCCTACCAAG 
GCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAG 
GCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGG 
TTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTACGTGCCA 
GCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCA 
CGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCTAGCTAGAGTGTGGTAGGGGAGA 
TCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATNCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGCC 
ATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTT 
GGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTgAACGCATTAAGTTCCCCGCCTGGGGAGTA 
CGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGC 
AACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAAGCATCAGAGATGGTGCCCCCCTTGTGGTCGGTATA 
CAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTT 
CTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAgACTGcCGGGGTCAACTCGGAGGAAGGTGGG 
GACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCTGCGA 
TGCCgCGAgGCGGAgCgAATCTCAAAAAGCCGGTCTCAgTTCGGATTGGGGTCTGCAACtCGACCCCATGAAGTC 
GGAgTTGCTAgTAATCgCAgATCAgCATTGCTGcGGTGAATACGTTCCCGGGCCTTGTACACACCGCCGTCAcGT 
CACGAAAGTCGGTaACACCCGAAgCCGGTGGCCCAACCgCCTTGTGGGAgGGAACTTTCCA 
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SEl 

SEQ ID NO: 19 

GAACGATGAAGCCGTTTCGGTGGTGGATTAGTGGCGAACGGTGAGTAAAAGTGGCAATTTNCCCTTCATTTTGGA 
CAAGCCCTGGAAACGGGTTTAANACCGGATAACATTNTGTCCCGCATGGGACGGGGTTGAAAGNTCCCGGCGGTG 
AAGGATGAGCCCGCGGCNTATCAGCTTGTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGA 
GAGGGCGACCGGCCACACTGGGANTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACA 
ATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTNTTTCAGCAGGGA 
AGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAAATANGTGCCAGCAGCCGCGGTAATANGTAGGGC 
GCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGCTTGTCANGTCGGATGTGAAAGCCCGGGGC 
TTAACCCCGGGTTTGCATTCGATACGGGCTAGTTAGAGTGTGGTAGGGGAGATNGGAATTCCTGGTGTAGCGGTG 
AAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAA 
GCGTGGGGAGCNAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGTTGGGAACTAGGTGTTGGCGACATT 
CCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAG 
GAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAACAACCTTACCAAGGCT 
TGACATATACCGGAAAGCATCANAGATGGTGCCCCCCTTGTGGTCGGTATACANGTGGTGCATGGCTGTCGTCAG 
CTCGTGTCGTGAGATGTTGGGTTANGTCCCGCAACGAGCGCNACCCTTGTTCTGTGTCGNCNAGCATGCCCTTCG 
NGGTGATGGGGACTCACANGAGACTGNCGGGGTCCACTCGGAGGAAGGTGGCGACNACGTCANNTCATCATGCCC 
CCTTATGTCTTGGGNCTGGCCACGTGCNACNATGGCC 

SE2 

SEQ ID NO: 20 

GCTGGCGGCGTGCTTAACACATGCAAGTCGAACGATGAAGCCGCTTCGGTGGTGGATTAGTGGCGAACGGGTGAG 
TAACACGTGGGCAATCTGCCCTTCACTCTGGGAC7VAGCCCTGGAAACGGGGTCTAATACCGGATAACACTCTGTC 
CCGCATGGGACGGGGTTGAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTAATG 
GCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACT 
CCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAC 
GGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAA 
CTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAgG 
CGGCTTGTCACGTCGGATGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCTAgCTAgAGTGTG 
GTAGGGGAGATCGGAATTCCTGGTGTAgCGGTGAAATGCGCaGATATCAgGAGGAACAcCGGTGGggAAGgcGGA 
TCTCTGGGcCAtTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAAGC 
CGTAAACGTTGGGAACTANGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGTC 
CTGGGGAGTACGGCCGCNAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTT 
ANTTCGACGCNACGCGAAGAACCTTNCCAAGGCTGACATATACCGgAAAGCATCAcAGATGGTGCCCCCCTTGTG 
GTCGGTATACAGGgTGGTGCATGGCTGTtCGtCaGCTCGTGTCgtGAGATGTTGGGTTAaGTCCCGCAAAGAGCG 
CAACCgTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCAcAcGAgACTGTCNGGGTCAACTCgga 
GGAAgGTGGgGACGACgTCAAGTtCATCATGCCCCTTATGTCTTGGGCTGCACACGNGCTACAATGGCCGGTACA 
ATGAGNNGGGATGCCGCGAGGCGGAGCGAATCTCAAAAAGCCG6TCTCAGTTCGGATTGGGGTCTGCAACTGACC 
CCATGAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTNCCCGGGCCTNGTACACACC 
ACCCGTCACGTCACGAAAGTCGGTAACACCCTAAGCCGGTGNCCC7VACCCCTTNTGGGAGG 
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PM36 

SEQ ID NO: 21 

CCAGANATCCGCCTTCGCCACCGGTGTTCCTCCTGATATCTGCGCATTTCACCGCTACACCAGGAATTCCGATCT 
CCCCTACCACACTCTAGCTAGCCCGTATCGAATGCAGACCCGGGGTTAAGCCCCGGGCTTTCACATCCGACGTGA 
CAAGCCGCCTACGAGCTCTTTACGCCCAATAATTCCGGACAACGCTTGCGCCCTACGTATTACCGCGGCTGCTGG 
CACGTAGTTAGCCGGCGCTTCTTCTGCAGGTACCGTCACTTTCGCTTCTTCCCTGCTGAAAGAGGTTTACAACCC 
GAAGGNCGTCATCCCTCACGCGGCGTCGCTGCATCAGGCTTTCGCCCATTGTGCAATATTCCCCACTGCTGCCTC 
CCGTAGGAGTCTGGGNCGTGTTCAATNCCAGTGGTGGGCCGGTCGCCCTCTCAGGNCGGCTACCGTCGTCGCCTT 
GGTAGGCATTACCACAACAAGCTGATAGGCGGGGGTCATCCTTCAACGCCGGAGCTTCAAACCCGTCCATGCGGG 
ACAAGTGTATCCGGTATTAAACCC 

PM40 

SEQ ID NO: 22 

TCAGTNATGGCCCAGAANGATCCGNCTTCGCCACCGGTGTTCCTCCTGATATCTGCGCATTTCACCGCTACACCA 

GGAATTCCGATCTCCCCTACCACACTCTAACTAGCCCGTATCGAATGCAGACCCGGGGTTAAGCCCCGGGCTTTC 

ACATCCGACGTGACAAGCCGCCTACGAGCTCTTNACGCCCAATAATTCCGGACAACGCTTGCGCCCTACGTATTA 

CCGCGGCTGCTGGCACGTAGTTAGCCGGCGCTTCTTCTGCAGGTACCGTNACTTTCGCTTCTTCCCTGCTGAAAG 

AGGTTTAC7VACCCGAAGGCCGTCNTCCCTCACGCGGCGTCGCTGCATCAGGCTTTCGCCCATNGTGCANTATTCC 

CCACTGNTGNCTCCCGTANGAGTCTGGGCCGTGTCTCAGTCCCAGTGTGGCCGGTCGNCCTCTCAGGCCGGCTAC * 

CGTCGTCGCCTTGGTAGGNCATTACCCACCAACAAGCTGATANGTCGNGGGCTCATCCTTCACCGNCGGAGNTTT 

AACCCCGTNCATGCGGGACAGAGTGTTATCCGGTATTANACCCGTATNCAGGGCTTGTCCCATAGTG7\AGGGNAG 

ATNGCCACGTGTTATCACCGTTCGNCACTAATNATCANCGAANCGGCTTCATCGTTCGACTTGCATGTGTTA 

PM41 

SEQ ID NO: 23 

CTCAGCGTCAGTCATGGCCAAGAGATCCGCCTTCGCCACCGGTGTTCCTCCTGTATATCTGCGCATTTCACCGCT 
ACACCAGGAATTCCGATCTCCCCTACCACACTCTAGCTAGCCCGTATCGAATGCAGACCCGGGGTTAAGCCCCGG 
GCTTTCACATCCGACGTGACAAGCCGCCTACGAGCTCTTTACGCCCAATAATTCCGGACAACGCTTGCGCCCTAC 
GTATTACCGCGGCTGCTGGCACGTAGTTAGCCGGCGCTTCTTCTGCAGGTACCGTCACTTTCGCTTCTTCCCTGC 
TGAAAGAGGTTTACAACCCGAAGGCCGTCATCCCTCACGCGGCGTCGCTGCATCAGGCTTTCGCCCATTGTGCAA 
TATTCCCCACTGCTGCCTCCCGTAGGAGTCTGGGCCGTGTCTCAGTCCCAGTGTGGCCGGTCGCCCTCTCAGGCC 
GGCTACCCGTCGTCGCCTTGGTAGGCCATTACCCACCAACAAGCTGATAGGCCGCGGGCTCATCCTTCANCGNCG 
GAGCTTTAACCCGTCCATGCGGGACAGAGTGTTATCCGGTATTAAACCCGTTTCAGGGCTTGTCCCANAGTGAAG 
GGCAGATTGCCACGTGTTATC/mCCGTTCGNCACTAATCACANCGAANCGGGTTCATCGTTCGACTTGCATGTGT 
TAA 

PM171 

SEQ ID NO: 25 

CCCTCAGGGTCAGTAATGGGCCCAGAGATCCGCCTTCGCCACCGGTGTTCCTCCTGAATATCTGCGCATTTCACC 
GCTACACCAGGAATTCCGATCTCCCCTACCACACTCTAGCTAGCCCGTATCGAATGCAGACCCGGGGTTAAGCCC 
CGGGCTTTCACATCCGACGTGACAAGCCGCCTACGAGCTCTTTACGCCCAATAATTCCGGACAACGCTTGCGCCC 
TACGTATTACCGCGGCTGCTGGCACGTAGTTAGCCGGCGCTTCTTCTGCAGGTACCGTCACTTTCGCTTCTTCCC 
TGCTGAAAGAGGTTTACAACCCGAAGGCCGTCATCCCTCACGCGGCGTCGCTGCATCAGGCTTTCGCCCATTGTG 
CAATATTCCCCACTGCTGCCTCCCGTAGGAGTCTGGGCCGTGTCTCAGTCCCAGTGTGGCCGGTCGCCCTCTCAG 
GCCGGCTANCCGTCGTCGCCTTGGGTAGGCATTANCCCANCAACAAGCTGATAGGNCGCGGGCTCATNCTTCAAC 
GCCGGAGCTTTCAANCCCGTCCATGCGGGACAGAGTGTTATNCGGTATTA7UVCCCGTTTCAGGGCTTGTTCCAGA 
GTGAAGGGCAGATTGCCACGTGTTATCAACCGTTCGGCACTAATCACAACGAAGCGGNTTATCGTTCGACTTGCA 
TGTGTTAACAAGCCGCCAGCGTTCGTC 
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EM185 

SEQ ID NO: 26 

TCAGTAATGGCCCAGAGATCCGCCTTCGCCACCGGTGTTCCTCCTGGATATCTGCGCATTTCACCGCTACACCAG 
GAATTCCGATCTCCCCTACCACACTCTAGCTAGCCCGTATCGAATGCAGACCCGGGGTTAAGCCCCGGGCTTTCA 
CATCCGACGTGACAAGCCGCCTACGAGCTCTTTACGCCCAATAATTCCGGACAACGCTTGCGCCCTACGTATTAC 
CGCGGCTGCTGGCACGTAGTTAGCCGGCGCTTCTTCTGCAGGTACCGTCACTTTCGCTTCTTCCCTGCTGAAAGA 
GGTTTACAACCCGAAGGCCGTCATCCCTCACGCGGCGTCGCTGCATCAGGCTTTCGCCCATTGTGCAATATTCCC 
CACTGCTGCCTCCCGTAGGAGTCTGGGCCGTGTCTCAGTCCCAGTGTGGCCGGTCGCCCTCTCAGGCCGGCTACC 
CGTCGTCGCCTTGGTAGGCCATTACCCCACCAACAAGCTGATAGGCCGCGGGCTCATCCTTCACCGNCGGAGCTT 
TAACCCCGTCCCATGCGGGACAGAGTGTTATCCGGTATTAGAACCCGTTTCCAGGGCTTGTCCCAGAGTGAAGGG 
CAGATTGCCACGTGTTACTCANCCGTTCGNCACTAATCANCAACGAAGCGGCTTCATCGTTCGACTTGCATGTGT 
TAAGCACGCCGNCAGCGTTCGTCCTGAGCCAGGATC 

PM208 

SEQ ID NO: 27 

TCAGTATCNGCCCAGAGATCCGCCTTCGCCACCGGTGTTTCCTCCTGATATCTGCGCATTTCACCGCTACACCAG 
GAATTCCGATCTCCCCTACCGAACTCTAGCCTGCCCGTATCGACTGCAGACCCGGGGTTAAGCCCCGGGCTTTCA 
CAACCGACGTGACAAGCCGCCTACGAGCTCTTTACGCCCAATAATTCCGGACAACGCTTGCGCCCTACGTATTAC 
CGCGGCTGCTGGCACGTAGTTAGCCGGCGCTTCTTCTGCAGGTACCGTCACTTTCGCTTCTTCCCTGCTGAAAGA 
GGTTTACAAACCGAAGGCCGTCATCCCTCACGCGGCGTCGCTGCATCAGGCTTTCGCCCATTGTGCAATATTCCC 
CACTGGTGNCTCCCGTANGAGTCTGGGGCGTGTCTCANTCCAGTGTGGGCGGTCGCCTCTCAGGGCGGCTACCGT 
CGTCGCTTGGTGAGNCACTACTCACAACAAGCTGATAGGCGCGGGCTCATCTGGAACGGCGGAGCTTTACAC 

FM228 

SEQ ID NO: 28 

TCAGTAATGGCCCAGANATCCGNCTTCGCCACCGGTGTTCCTCCTGATATCTGCGCATTTCACCGCTACACCAGG 
AATTCCGATCTCCCCTACCACACTCT7VACTAGCCCGTATCGAATGCAGACCCGGGGTTAAGCCCCGGGCTTTCAC 
ATCCGACGTGACAAGCCGCCTACGAGCTCTTTACGCCCAATAATTCCGGACAACGCTTGCGCCCTACGTATTACC 
GCGGCTGCTGGCACGTAGTTAGCCGGCGCTTCTTCTGCAGGTACCGTCACTTTCGCTTCTTCCCTGCTGAAAGAG 
GTTTACAACCCGAAGGCCGTCATCCCTCACGCGGCGTCGCTGCATCAGGCTTTCGCCCATTGTGCAATATTCCCC 
ACTGCTGCCTCCCGTANGAGTCTGGGCCGTGTCTCAGTCCCAGTGTGGCCGGTCGCCCTCTCAGGCCGGCTACCG 
TCGTCGCCTTGGTAGGCCATTACCCACCAACAAGCTGATANGNCGNGGGCTCATCCTTCACCGNCGGAGCTTTCA 
ANCCCGTCCCATGCGGGACAGAGTGTTATCCGGTATTAAACCCGTNTCCAGGGCTTGTCCATAGTGAAGGGCAGA 
TTGCCAAGTGTTATCANCCGTTCGNCACTAATCATCANCGAAGCGGCTTCATCGTTCGACTGCATGTGTT 

SM252 

SEQ ID NO: 29 

TCCTCAGNATCAGTAATGGCCCAGAGATCCGCCTTCGCCACCGGTGTTCCTCCTGATATCTGCGCATTTCACCGC 
TACACCAGGAATTCCGATCTCCCCTACCACACTCTANCTAGCCCGTATCGAATGCAGACCCGGGGTTAAGCCCCG 
GGCTTTCACATCCGANGTGACAAGCCGCCTACGAGCTCTTTACGCCCAATAATTCCGGACAANGCTTGCGCCCTA 
CGTATTACCGCGGNTGCTGGCACGTAGTTAGCCGGCGCTTCTTCTGCAGGTACCGTCACTTTCGCTTCTTCCCTG 
CTGAAAGAGGTTTACAACCCGAAGGCCGTCATCCCTCACNCGGCGTCGCTGCATCAGGCTTTCGCCCATTGTGCA 
ATATTCCCCACTGCTGCCTCCCGTAGGAGTCTGGGCCGTGTCTCAATCCCANTGTGGCCGGTCGCCCTCTCANGC 
CGGCTACCGTCGTCGCTTGGTAGGCCATTACCCCACCAACAAGCTGGATAGGNCGGGGGCTCATTCTTCACCGCC 
GGAAGCTTTAANCCCGTCCATGCGGGANANAGTGNATCCCNGTATTAAACCCNGTTTCAGGGCTTGTCCANAGTG 
AAGGGNGATTGCCCNAGTGTTTATCNCCCGTTCGCCANTAATCNACAACGAAAGCGGNTTCNTCGNTTCGACTTG 
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PM342 

SEQ ID NO: 30 

TAATGGCCCAGAANATCCGCCTTCGCCACCGGTGTTCCTCCTGAATATCTGCGCATTTCACCGCTACACCAGGAA 
TTCCGATCTCCCCTACCACACTCTAGCTAGCCCGTATCGAATGCAGACCCGGGGTTAAGCCCCGGGCTTTCACAT 
CCGACGTGACAJIGCCGCCTACGAGCTCTTTACGCCCAATAATTCCGGACAACGCTTGCGCCCTACGTATTACCGC 
GGCTGCTGGCACGTAGTTAGCCGGCGCTTCTTCTGCAGGTACCGTCACTTTCGCTTCTTCCCTGCTGAAAGAGGT 
TTACAACCCG7UVGGCCGTCATCCCTCACGCGGCGTCGCTGCATCAGGCTTTCGCCCATTGTGCAATATTCCCCAC 
TGCTGCCTCCCGTAGGAGTCTGGGCCGTGTCTCAGTCCCAGTGTGGCGGTCGCCCTCTCAGGCCGGNTANCCGTC 
GTCGCCTTGGTANGCCATTANCCCACCAACAAGCTGATANGCCGNGGGCTCATCCTTCANCGCCGGAGCTTTTAA 
CCCCGTCCCATGCGGGACAGAGTGTTATCCGGTATTAGATCCCGTNTCCAGGGCTTGTNCATAGTGAAGGGCANA 
TTGCCACGTGTTACTCANCCGTTCGC 
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EN4 

GGCGGCGTQCTTAACACATGCAAGTCGAACGATGAACCACTTCGGTGGGGATTAGTGGCGAACGGGTGAGTAACA 
CGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTtAATACCGGATAACACTCCCACTCTC 
CTGAGTGGGGGTTAAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGAGGTAATGGCTC 
ACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCC 
TTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGC 
TTGTCACGTCGGGTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCGATACGGGCTAGCTAGAGTGTGGTAG 
GGGAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATTCAGGAGGAACACCGGTGGCGAAGGCGGATCT 
CTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGT 
AAACGGTGGGAACTAGGTtGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTG 
GGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAAT 
TCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGCATCAGAGATGGTGCCCCCCTTGTGGT 
CGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCJ\ACGAGCGCAAC 
CCTTGTTCTGTGTTGCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACCGCCGGGGTCAACTCGGAGGAA 
GGTGGGGACgACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCAGGTACAATGAG 
CTGCGATACCGTGAGGTGGAGCGAATCTCAAAAAGCCTGTCTCAgTTCGGATTGGGGTCTGCAACTCGACCCcaT 
GAAGTCGGAGTTGCTAGTAATCGCAGATCAGCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCC 
GTCACGTCACGAAAGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGGTGGGA 
CTGGCGATTGGG 

ENID 

GAGTTTGATCNNGGCTCAGACGAACGCTGGCGGCGTGTTAACACAANCCAAGTCGAANGNTGAACCACTTCGTTG 
GGATTAGTGCGAACGGTGNTAACACGNTGGCAATGTGCCCTTCACTNTGGGACAAGNCCTGGAAACCGGGTTCTA 
ATACCGGATACCACTACCCGCAGGCATCTGTGGTGTTTGAAAGCTCCGCCGTTGAAGGATGAGCCCGCGGCCTAT 
CAGCTTGTTGGTGAGGTAATGGCTCACCCAAGGCGACGACGGATAGCCGGCCTGAGAGGGCGACCGGCCACACTG 
GGACTGAGACACGGCCCAGACTCCTACGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAG 
CGACGCCGCGTGAGGGATGACGGCCTTCGGGTTGTAAACCTCTTTCAGCAGGGT^GAAGCGAAAGTGACGGTACC 
TGCAGAAGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTAT 
TGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGGGTGTGAAAGCCCGGGGCTTAACCCCGGGTCTGCATTCG 
ATACGGGCTAGCTAGAGTGTGGTAGGGGAGATCGGAATTCCTGGTGTACCCGGTGAAATGCGCAGATATCAGGAG 
GAACACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGAT 
TAGATACCCTGGTAGTCCACGCCGTT^CGGTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAG 
CTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCAC 
AAGCAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACGCCGGAAAGCAT 
CAGAGATGGTGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGG 
GTTAAGTCCCGCAACGAGCGCAAcCCTTGTCCTGTGTTGcCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGA 
GACCGCCGGGGTCAACTCGGAGGAAGGTGGNGACGACGTCgAGTCATCATGCCCCTTATGTCTTGGGGCTGCACA 
CGTGCTACNATGggCaGGTACAATGAGCTGCGATACCGTGAGGTGGAGCgCATCTnnnnnAGCctGTCTCAGTTC 
GgATTGGGGTCTGcAACTCGACCCCaTGAAGTCGgAGTTGCTAgATAATCgCAgATCAGCATTGCtGCGgTGAAT 
ACGTtCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAT^GTCGGTAACACCCGAAGCCGGTGGCCCAACCCC 
TTGTGGGAGGGAGCTGTCGAANGTGG 
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SN22 

TCCTCAGCGTCAGTAATGGCCCAAA7VACCGCCTTCGCCACCGGTGTTCCTCCTGATATCTGCGCATTTCACCGCT 
ACACCAGGAATTCCNATCTCCCCTACCACACTCTAGCTAGCCCGTATCNAATGCAAACCCGGGGTTAANCCCCGG 
GCTTTCACATCCNACNTGACAAGCCGCCTACAANCTCTTTACGCCCAATAATTCCGGACAACNCTTGCGCCCTAC 
TTATTACCGCGGCTGCTGGCACTTATTTAGCCGGCGCTTCTTCTGCAGGTACCGTCACTTTCGCTTCTTCCCTGC 
TGAAAAAGGTTTACAACCCNAAGGCCGTCATCCCTCACGCGGCNTCNCTGCATCAGGCTTTCNCCCATTGTGCAA 
TATTCCCCACTGCTGCCTCCCGTAGGATTCTGGGCCGTNTCTCANTCCCANTGTGGCCGGTCGCCCTCTCAGGCC 
GGCTACCCGTCGTCNCCTTGGTAGGCCATTACCCCNCCAACAANCTGATAGGCCGCGGGCTCNTCCTTCACCGCC 
GGAGCTTTCAACCCCGTCCCATGCGGGANAAANTGTTNTCCGGTATTAAAACCCGTTTCCAGGGNTTGTCCAAAA 
TTGAAGGGNANATTGCCCACTTTTTNNTCACCCGTTCCCCACTAATCCACCACCGAA 



EN30 

TGGNGGNGTGCTTAACACATGCAAGTCGAACGATGAANCCTTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAAC 
ACGTGGGCAATCTGCCCTTCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATAACACTCTGTCCCGC 
ATGGGACGGGGTTAAAAGCTCCGGCGGTGAAGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGATGGCCT 
ACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTA 
CGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCC 
TTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTAC 
GTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTANGCGGC 
TTGTCACGTCGGATGTGAAAGCCCGGGGCTTAACCCGGGTCTGCATTCGATACGGGCTAACTAAAATGTGGTAGG 
GGAGATCGGAATTCCTGGTGTANCGGTGAAATGCGCAGATATCAAGAGGAACANCGGTGGCGAANGCGGATCTCT 
GGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAA 
ACGTTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGG 
AGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCAGCGGAGCATGTGGCTTAATTCG 
ACGCAACGCGAAGAACCTTACCAAGGCTTGACATATACCGGAAAGCATCAGAGATGGTGCCCCCCTTGTGGTCGG 
TATACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCT 
TGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGACTGCCGGGGTCAACTCGGAGGAAGG 
TGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCCGGTACAATGAGCT 
GCGATGCCGCGAGGCGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGcAACTCGACCCcATGA 
AGTCGgAGTTGCTAgTAATCgCAgATCAgCATTGCTGCGGTGAATACgTTNCCGGGCCTtGTACAcACCGCCCGT 
CACGTCACgAAAGTCGGTAACACCCGAAGNCCGGTGGTCCAACCCCTTGTGGGAGGGAGACTGTCGAAGGTGGGA 
CTGGCGATTGG 



EN43 

CTCAGCGTCACTATCGGCCCAAAANACCGCCTTCGCCACCGGTGTTCCTCCTGATATCTGCGCATTTCACCGCTA 
CACCAGGAAATTCCANTCTCCCCTACCGAACTCTANCCTGCCCGTATCAACCGCAGGCTTGGGGTTAAGCCCCAA 
TTTTTCACGGTCAACGCNACAAGCCGCCTACAAGCTCTTTACGCCCAATAAATCCGGACAACGCTCGCACCCTAC 
TTCTTACCGCGGCTGCTGGCACTTATTTGGCCGGTGCTTCTTCTGCAGGTACCGTCACTCTCGCTTCGTCCCTGC 
TNAAAAAGGTTTACAACCCGAAGGCCGTCATCCCTCACGCGGCNTCGCTGCATCAGGCTTCCGCCCATTGTGCAA 
TATTCCCCACTGCTGCCTCCCGTAGGATTCTGGGCCGTNTCTCANTCCCAGTGTGGCCGGTCGCCCTCTCAGGCC 
GGCTACCCGTCGTCGCCTTGGTAGGCCATCACCCCACCAACAAGCTGATAGGCCGCNAAGCCCATCCCAAGCCGA 
AAAACTTTCCACCACCAGCCATGCGGCCAAAATTCCTATTCGGTATTAGCCCCCGTTTCCNAAGGTTNTCCCAAA 
GCTTGGGGCAGGTTGCTCACTTTTTACTCACCCGTTCCCGCTCAATTACCCCNAAGGGGNTTTCCCTCAACTTGC 
AT 
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CGCTGGCGGCGTGCTTAACACATGCAAGTCGAGCGGAAAGGCCCTTCGGGgTACTCGAGCGGCGAACGGGTGAGT 

AACACGTGAGTAATCTGCCCCAGGCTCTGGGATAGCCACCGGAAACGGTGATTAATACCGGATACGACAACCGAT 

TGCATGATCTGGTTGTGGAAAGTTTTTCGGCCTGGGATGTGCTCGCGGCCTATCAGCTTGTTGGTGAGGTAATGG 

CTCACCAAGGCTTCGACGGGTAGCCGGCCTGAGAGGGTGACCGGCCACACTGGGACTGAGACACGGCCCAGACTC 

CTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGGAAGCCTGATCCAGCAACGCCGCGTGAGGGATGACG 

GCCTTCGGGTTGTAAACCTCTTTCAGCACAGACGAAGCGCAAGTGACGGTATGTGCAGAAGAAGGACCGGCCAAC 

TACGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGTAGGC 

GGTCTGTCGCGTCGGGAGTGAAAACCAGGTGCTTAACACCTGGCCTGCTTTCGATACGGGCAGACTAGAGGTACT 

™^SoS^^'^'^^'^°^^^^*=^9^^^^^^^°'^^<5^^^C^CAGATATTCAGGAGGAACACCGGTGGCGAAGGCGGT 

TCTCTGGGAGTATCCTGACGCTTGAAGAGCGAAAGTGTGGGGAGCGAACAGGATTAGATANTNTGGTAGTCCACA 

CCGTAAACgTTGGGCGcTAGgTGTGGGACACATTCCACGTGTTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGC 

CTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGCGGATT 

AATTCGATGCAACGCGAAGAACCTTACCTGGGTTTGACATACACCGGAAAGCCGTAGAGATACGGCCCCTTTTAG 

TCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAA 

CCCTCGTCCTATGTTGCCAGCAATTCGGTTGGGGACTCATAGGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGG 

GATGACGTCAAGTCATCATGCCCCTTATGTCCAGGGCTTCACGCATGCTACAATGGCCGGTACAAAGGGCTGCGA 

TCCCGTGAGGGTGAGCGAATCCCAAAAAGCCGGTCTCAGTTCGGATTGGGGTCTGCAACTCGACCCCATGAAGTC 

GGAGTCGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACG 

TCACGAAAGTCGGCAACACCCGAAGCCAGTGGCCCAACCCTTGTGGGGGGAGCTGTCGAAGGTGGGGCTGGCGAT 
TG 

EK59 

GGGNATTAGTGGGGAACGGGTGAGTAAAANGTGGCCANTTTCCCCTGNATTTTGGACANCCCCNGGAAANGGNTT 
NTAAAACNGGATANTGACCACCTTGGCATCCAAGTTTTNGAAACTTCCGGCGGTGCAGGATGAGCCNGCGGCNTA 
TNAGCTTGTTGGNGAGGTAATGGNTCACCAAGGGANGACGGGTAGCCGGCCTGAGAGGGGACCNGCCACANTGGG 
ANTGAGANACGGCCCAGANTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGG 
ANNCCGCGTGAGGGANGACGGCCTTNGGGTTGTAAACNTTTTTNAGCAGGGAAGAAGCGAAAGTGACGGTACCTG 
CAGAAGAAGCGCCGGCTAAATAAGTGCCAGCAGCCGCGGTAATAAGTAGGGNGCGAGCGTTGTNCGGAATTATTG 
GGNGTAAAGAGTTTGTAGGCGGNTTGTNAAGTNGGTTGTGAAAGCCCGGGGNTTAACCCCGGGTTTGCAGTTGAT 
ACGGGCAGGNTAGAGTTCGGTAGGGGAGATNGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAA 
CACCGGTGGCGAAGGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAG 
ATACCCTGGTAGTCCACGCCGTAAACGGTGGGAACTAGGTGTTGGCGACATTCCACGTCGTCGGTGCCGCAGCTA 
ACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAG 
CAGCGGAGCATGTGGCTTAATTCGACGCAACGCGAAGAACCTTACCAAGGCTT6ACATACACCGGAAAGCATCAG 
AGATGGTGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTT 
AAGTCCCGCAACGAGCGCAACCCTTGTTCTGTGTTGCCAGCATGCCCTTCGGGGTGATGGGGACTCACAGGAGAC 
CGCCGGGGTCAACTCGGAGGAAGGTGGGGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTG 
CTACAATGGCCGGTACAAAGAGCTGCGATACCGTGAGGTGGAGCGAATCTCAAAAAGCCGGTCTCAGTTCGGATT 
GGGGTCTGCAACTCGANCCCATGAANTCGGAGTTGCTAATTAATCGCAAAATCAAGCATTGCTGGCGGTGAATAC 
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